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1.

TEREfER BT - UTH%—JWE T A TR R (Phosxohoenolpyruvate) EEHA R B R
(Pyruvate) ?

A. ATP B. Acetyl-CoA  C.Fructose-1,6-bisphosphate  D. Fatty-acid

1EfEVER (glycolysis) o » THIBFLEEEEALEY I LR ATP ?
@fructose-l,S-bisphosphate @phosphoenolpyruvate @1 3- blsphosphoglycerate
@glyceraldehyde-3-phosphate @dlhydroxyacetone phosphate

ADBG® BOO® c OB b E2QOG

TEEfEIER  ( glycolysis ) 0 TFl MEBERE(LRERFTE?

@enolase (@phosphofructokinase-1 (3aldolase (@glucokinase (®pyruvate kinase
ADQDG B.QO® c@B®® OB

A REREE B RS EE-1 (phosphofructokinase-1, PFK-1) SEMEFRE(E AEVAL » THURIEERR 7

A. HEIERS (citrate) SEEMIIREE PF-1 EEAIRIER

B. fructose-2,6-bisphosphate ¥f PFK-1 £—/E{EH| (activator)

C. iémﬁﬁqﬂﬂ%%:?t (glucagon) JEEEHENIE(E PFK-1 JEIEHEID

D. AMP & PFK-1 ZJE{LHEI

== 6-"BEEE (fructose-2,6-bisphosphate) FEFTAIRENRTRE R EMIIRETEEMEFA
(gluconeogenesis ) SHERRIERT (glycolysis) » EALHE THERF - FHEME (glucagon) ERET
FIEER (ERAMEEERE T

A.cAMP HIRE EF

B. FiELEIEEE-2 (phosphofructokinase-2) HY S M T

C. iR %ES-1 (phosphofructokinase-1) HY/EEHETD

D. EfE-2,6-_HiE4RE (fructose-2,6- bisphosphatase ) HJEME TRE

FHE BT MEKAHEERRIE (glycolysis) ZPHEY) » HEE R REMAER
(hemoglobin) B2E A ZEF1JI 7

A 2,3-bisphosphoglycerate B 1,3-bisphosphoglycerate

C glyceraldehyde-3- phosphate D fructose-2,6-bisphosphate

AR B S LGRS EE A 7 BREETE A - BT B TR E R R 7

A. lipoic acid & niacin  B. vitamin B1 & vitamin B2

C. pantothenic acid & lipoic acid  D. folic acid & vitamin B12

Y E Bl HiZ G5 RERMIRSR (beriberi) £ REheiR P e e Ty —EBERRE
A. AEEfEEEEE (pyruvate dehydrogenase) B. EEfE[ZffE ‘(transaldolase )

C. FEIAfEE S (succinate dehydrogenase) D. JEfE=SEE (alcoholdehydrogenase)
FIEERRER (cditricacid cycle) > FREIREHVHIRGFZ |

A, KERERE (citrate) — 2IEEEE (isocitrate) — a B —F (a —ketoglutarate ) —FFIHEE
(succinate ) %ﬁ%‘iﬂg (malate) —ZEEAZREE (fumarate ) —TE % ( oxaloacetate )
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FBRAZI0T 2FEZREBSEVEZRRA
i ?fﬁ%%iﬁﬁﬁi&%%[£$ﬁ] 80 448
T e Y AE R
i FEEEE LML  AAREK A EF —E T -
B. RIEEHR~EEK—~a i =B —BEHs —~ SRR~ SR~ T B
C. g~ 2 EEK > ik BB TR R~ AR > T B
D. EIEEHR~EEL > ik e AR R AR T R
75 L (B T FE & R R SR AR A AL Ty &SR ?
A. @ -ketoglutarate dehydrogenase complex E succinyl-CoA ~ NADH FTE{b
B. citrate synthase F succinyl-CoA + NADH EfrsE]
C. isocitrate dehydrogenase EH ADP &b
D. pyruvate dehydrogenase complex FH AMP ~ NAD+ET/E/L » NADH ~ acetyl-CoA ERIsE]
2 FTARR A e R th Z B A (acetyl-CoA) Z& EEofuEh - BRGEE T2 ERR
(oxaloacetate) BiEESEEE (malate) HYEBANRIKHF - HI|ZEis5HE A (acetyl-CoA) T2 ZER
s PET NI EREE S RRE ? |
A FERESHRASIFEE (fatyacid) BEFEEER (cholesterol )
B. FN&ESHEERE (ketone bodies)
C. AREABEERE
D. AR ERATER :
T ER s RERER A S (isocitrate dehydrogenase) 1 a-FAL_EEEEEE (a-
ketoglutarate dehydrogenase ) TEEME?
A. acetyl-CoA B. Zn2+ C. NADH D. Mg2+ _
fEi LA ERER (chemiosmotic coupling model) » BT EIERFTE£E THEN
H+ > FIET FIH—ES TEEMAREER 7

A. complex i B. coenzyme Q C.complexV ~ D. FoF1 complex
FEsRaRTeR A TIIEMERZE (Substrate) ?

A. UTP-Glc B. UMP-Glc C. UDP-Glc D. UPP-Glc

FE I RERs RS > (s P REY R T R LA R E
A. ZFnEEEs A (acetyl-CoA) B. A_FE—E5lE A ( malonyl-CoA)

C. NEE—&Eg A ( propionyl-CoA)  D. TEIOfEE — EHEE A ( succinyl-CoA)
T ‘Jﬁ%%kﬁ%ﬁiﬁé)ﬂz@%ﬁ%ﬂLX%E?E’\]EEEE%E ?
A. TERERE (palmitic acid ) B. AfEfs (lauricacid)

C. FEfSHE (stearic acid) D. TEfifvdfEE (linoleic acid )
FIEH A R E R AT ? | ”
A BLFEE (epinephrine) B. Mgz (estrogen)

C. £ E= (growth hormone) D. EHiRfEZ= (thyroid hormones)
REMEE RN ERIERE TR E g R 7 '

A. EUFRE 3 B ATP B. €&yZEZ NADH HET

C. BEZEEZEE (acetoacetate) Z81  D. R SRR TESE
2 EEKT (chylomicron) > FERA B ?
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# B AN EYEE ) R
> Gt BALEE AL  RARBMAEHEE —BRTHS -
A. EEE (protein) B. JE[EEE (cholesterol)
C.'Eﬁﬁfﬁfﬁﬂﬁé (triacylglycerol)  D. Bif5E (phospholipid )
SHEEEES (cholesterol) FYTEIEBRE |
A. thiolase B. HMG-CoA synthase
C. HMG-CoA reductase .D. acetoacetyl-CoA synthetase
THAERNE w-3 BEATER 7
A.C18 : 3,A9,12,15 B.C20 : 4,A5,8,11,14
C.C20:5,A5,8,11,14,17 D.C22 : 6,A4,7,10,13,16,19
TEI4ELES » (%R coenzyme A ZFI5EY) (precursor) 7
A.riboflavin  B. pantothenic acid C.niacin  D. thiamine

TEHEB LS YT RE R FEAERHES (essential fatty acid) HIfUHEY) 7

A. 1EHGIEEE (palmitoleic acid ) B. JHfE (oleicacid)

C. [AEERs (myristic acid) D. JEAVUERE (arachidonic acid)

FERTUTR Y KIS EE N > RS (ketone body) 2 ZEEZEE (acetoacetate) EALE FSUTET
AR ?

A HEFREEEE (pyruvic acid) &3R{ERFE (carboxylation) BEL

B fIAFILEREE (asparticacid) £&XEERZAEA (transamination) {REZE

C B /-¥CE-p-EHAN —FEEERSE A ( 8-hydroxy-B-methylglutaryl CoA) KIUERIEREL
D i o -FEkEEEE ( a -ketoglutaric acid ) 1E LR e 1ER (oxidative decarboxylation) f2E4
ERIEEE - SRUHRE B R AR EREI R TEEEIERE ?

A =ERRIAERGER

B. =&HEE 20 {ERIRT

C. FExc2E/E > ZEEEEERER

D. F=aE /it » SEHEELHSZBER (acetate fragments)

£ ureacycle 1 » 4 arginine ZEERKIE [EIBS T DAEE A T A IR RED(X) 7

A. malate B. ornithine C. fumarate D. citrulline
& FEE - P REEY (AR E P e U T (Y) 7
A.malate  B.ornithine C. fumarate D. citrulline

& LR - TERTIRAERE T Y BB —TERCE AN RS HE T ERENEEEREET
A. glycerol-3-phosphate shuttle  B. Malate-aspartate shuttle -

C. citrate shuttle D. Pyruvate-malate shuttle
THIaE 2 B B (R AR VA VIR 7
A. 2R (dopamine) B. & 2% (epinephrine)

C. F& L% (norepinephrine)  D. %= (serotonin)
THEEE{E R EHFE transamination &Ry aspartic acid ZEIEEY) 7

A. alpha-ketoglutarate B. pyruvate  C. acetoacetate D. oxaloacetate
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RBERZN 2FEZBREZLEB LT RNEA
2 3 RRBAAGRARSA [Z£4]) 80 54k

D> fu FAERE AL  RAREK LS R T -
SEFTERS (transketolase) FEABRMEULEE B RSP SHE _REE 785 - HFTHZHWIER
fa] ? ‘
A. pyridoxal phosphate  B. thiamine pyrophosphate ~ C. biotin D. flavin adenine dinucleotide
Sk )\ EERTI S T BEEEES (Cysteine) BUMBREEEAIF Ty M ERER F RATRYE
(precursor) ?
A. Threonine, Methionine B. Serine, Methionine
C. Serine, S-Adenosylmethionine D. Alanine, Methionine
THIB—4HEE R A T E RIT IR ENHER?
A. Glucose 6-phosphate dehydrogenase FI Pyruvate dehydrogenase
B. Alcohol dehydrogenase # Creatine kinase
C. Aspartate aminotransferase A0 Alanine aminotransferase
D. Xanthine oxidase F Glutathione peroxidase
Tr{a RS a AR TR E AR EERT
A. methylcobalamin B. folate C.biotin D. pyridoxal phosphate
FEIE—(EEE SR (AR FE - NEE thiamine pyrophosphate 282 7

A. pyruvate decarboxylase  B. transketolase

C. pyruvate carboxylase D. pyruvate dehydrogenase
EEE > AR AT - IREIIRE -
A FERFEEE ARSI TREY B. “& ki

C. EERERN P REY - REREEEREE A D. [RAEBEELIATE

TENEE » 1B RE R B D TS E Y FEASI N ?

A. 88T (NH+) B. pERE (taurine) C. JRE (urea) D. fREE (uricacid)
THIARMES (heme) LG ZRUL I ZIEHE ?

A, ELREEEY REREEEUSRR _BERMEE B kSRR 2R E HEER
C. IBIRER ARSIk S EEEs (oxaloaceticacid) — D. O R R R T
EANEESEWEREERET TR ER S T T —HRE 7

A. (B RS EREL SRR A (formimino )

B. [EEEEGE (formyl) B HEELHIE S

C. EEEE (methyl) BEIHEBRES AR

D. $EftEEE (methylene) SEIEWHIESRL .

Famsne (Cytosine) FIFRIELE (uracil) SRR GEE—TEBREARE

A. B-RfEEs (B-alanine) B. B-FEE T A ( B-amino-butyrate)

C. RREE (uric acid) D. 4-hEfE (taurine ) o





