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(1) Pleiotropy

(2) Polygenic Inheritance
(3) Incomplete Dominance
(4) Plasmid

(5) Multiple Alleles

BB EH I EAGTHIUNRONR S EY KB EGMIEFEN
%,7% (Nonspecific immune)#24% &M %% (Specific immune)z £ £ ? (25
o)

CHRARERFRFOEATF - (25 %)

A RENEZRR (25 %)

1R 63 1 R




