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a) cellulose

b) glycogen

c) lecithcin

d) carnitine

e) triacylglycerol
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a) glucose 6-phosphatase

b) hormone-sensitive lipase

¢) Adenylyl cyclase

d) phospholipase C

e) CaM kinase
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a) Yeast two-hybrid analysis

b) Southern blotting

4. TR ) FRB1EE 2 R % S (15 )

a) glucose -alanine cycle

b) ubiqutin-proteosome pathway

C) urea cycle
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