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1. "F #4774 % cholesterol biosynthesis &9 rate-limiting enzyme? (A)HMG-CoA
synthase (B)HMG-CoA reductase (C)decarboxylase (D)mevalonic acid reductase

2. T 3T BT A steroid 2 ATEE4? (A)steric acid (B)glucose (C)cholesterol

(D)vitamin E

w8 PR BT > BLA e A BT A7 % glycogen & £ B 7 3% 5 blood glucose » £ B 4:

V{7 #& enzyme £ i 247 (A)glycogen synthetase (B) glycogen phosphorylase

(C)glucose-6-phosphatase (D)glucose kinase
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4. T #|f7# % enzyme specific activity &9 7 42 ? (A)umole/min (B) umole/mg
protein (C) pmole/min/mg protein (D) pumole/min/mg substrate '
5. FHIH—1B81ET R ek # enzyme %22 substrate &) binding affinity? (A)Km

(B)Vmax (C)Kcat (D)Kcat/Km
6. 48 7L T F|{4& vitamin £ 55 5 24 [E 1% high blood homocysteine? (A)Vit B, (B)Vit
B¢ (C)Vit By, (D)folic acid
7. Glycolysis £1 lipogenesis [ & F #)] 47 #% vitamin? (A)biotin (B)folic acid
(C)pyridoxine (D)niacin
Tﬂﬁ%ﬁ%%ém@mmmHMmmmmmmHmmumummigﬁ
T %47 £ 7K & unsaturated fatty acid? (A)linoleic acid (B)linolenic acid (C)oleic

o oo

acid (D)palmitic acid
10. F 2|47 ;& essential fatty acid? (A)arachidonic acid (B)linolenic acid (C)EPA

(D)oleic acid

UL F 54T &9 tb & % /v ? (A)chylomicron (B)VLDL (C)LDL (D)HDL

12. 7 b5 &9 rancidity & B 2 i Bs 8947 48 B_JE £ 547 (A)reduction (B)oxidation
(Chydrolysis (D)sopanification

13. DHA (docosahexaenoic acid) & (A)20:5, w3 (B) 22:6, o3 (€)20:5, w6 (D)22:6,

w6
14. Collagen ¥ 4 4 hydroxylation &) amino acid #Z (A)His, Asn (B)Pro, Lys (C)Cys,

Met (D)Ala, Gly

_40_



FHARZ 100 5 EFRAMRATHEAFTR AT KRR

Fit
#

B RS AR EREAA LY 80 448
B I A4pILE £ JDEE 2R

15,

16.

13

18.
19.

27.

28.

:‘35”!‘)?“\1

fe biotin ¥ co-enzyme &) enzyme T 4 16 F 7474 K & ? (A)phosphorylation
(B)carboxylation (C)glycosylation (D)methylation

T ¥4 DNA Bk R #4% € % % RNA 4 438 %2 (A)intron (B)exon
(C)enhancer (D)splice junction

T FIMTE JE RNA & 4 ALF7 % 45 '8 7 (A)DNA template (B)RNA primer (C)ATP,
CTP, GTP, and UTP (D)Mg**

Gout x & & 774 6934 % /% ? (A)heme (B)amino acid (C)purine (D)pyrimidine
T %474 enzyme 7] 4§ di&% 7 free cholesterol 4# 1b## 4% & cholesterol ester?
(A)7-a-hydroxylase (B)esterase (C)lipase (D)ACAT (acetyl-CoA cholesterol

acyltransferase)

- Be%& 8 ik F 3 R 49 & (A)chylomicron (B)VLDL (C)LDL (D)HDL
. F 347 A B # ketone body? (A)pyruvate (B)acetone (C)acetoacetate

(D)B-hydroxybutyrate

- F FMT# & fatty acid synthase complex i 47 fatty acid synthesis 8 77 B > 38 /8

#? (A)FADH, (B)NADPH (C)NADH (D)FAD

. Vitamin D % 4 liver fv kidney 88 HB/EHR » £ € B4 4 4547

(A)dehydroxylation (B)hydroxylation (C)methylation (D)demethylation

. F % polysaccharide » /&% & %47 (A)amylopectin (B)cellulose (C)glycogen
. F 347 % glycolysis Fv gluconeogenesis =] £ A 2 & %7 (A)pyruvate kinase

(B)phosphofructokinase (C)hexokinase (D)phosphohexose isomerase

PO EERIE 4B I % 0 BT 4= B8PS 49 glucose-6-phosphate B R ] A5 i 4T 4T HE B &

R JE? (A)glucose-6-phosphatase (B)glucose-6-phosphate dehydrogenase
(C)glucose-6-phosphate isomerase (D)phosphoglucomutase

Acetyl CoA 7 £ #2(A)cholesterol synthesis (B)TCA cycle (C)gluconeogenesis
(D)fatty acid synthase _

F %47 & #E up-regulate “glycogen synthase”? (A)insulin (B)glucagon
(C)epinephrine (D)cAMP

T AT E R A KR S 0 A B 8292 7 (A)glucose-6-phosphatase 4% 4

(B)HMG-CoA reductase #tf& (C)lipoprotein lipase #:F4 (D)LDL receptor 4

. T 3474 7 & & cholesterol X #t4&1t # & ? (A)bilirubin (B)aldosterone (C)vit

D3 (D)cholic acid
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