AR K5 102 F ot R PR A8 3143 A4 #3X
E RS A A
=t
X L2 | RAAR

(% 182 |B) RASEAKEL) [944,{ At Em (R TiHASTE

.83 PCR (Polymerase Chain Reaction) #4 /7 3£ #i J& F (5%)
HABEF A Vmax #2 Km & 8% F IRk 45 14 69 35 42 (8%)
FHAZFEOEWH—R - & - B AR EH(8%)
Allosteric regulation & B £ /& M 2 — 0 H 845 5 7] 2R 8H 4o
B ¥ ] BE R E M - (5%)
5. 738 TCA Cycle (Tricarboxylic Acid Cycle or Citric Acid Cycle)? (5%)
ftmfp £ 3 F A AT EZM? (5%)
6. 384 DNA A R A %) 92 5 % 5 (8%)
7. BT 3R A L E(30%)
a. Tm
b. Exon
c. Isoenzyme
d. NADH
e. Lactose intolerance
f. Lac operon
g. Southern blotting
h. Essential amino acid
i. ELISA
j. B oxidation
8. BftHtmie ™A F % R E i) Bg (enzyme)? (5%)R ) KE 7T 4 & 7R
NHE 0 3B — B3R EA(6%)
9. T H T 7iba-eh & 4E(15%)

Glucose

SRS

Sucrose
Galactose
Fructose
Lauric acid
Palmitic acid
Oleic acid
Serine
Glutamate

Glutamine = = =
End of exam
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