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(A) Proline (B) Lucine (C) Methionine (D) Threonine
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5. BAnA T FRIH— 1845 F 4 & ¥ 8h RNA R4 893845 & 09 promoter B3] > BABAT
HEEFGRGHER?
(A) sigma factor (B) rho factor (C) beta factor (D) delta factor
6. After replication, two circular DNA molecules are interlocked as the figure
showing in below. Which of following enzymes can disentangle
them to two free and circular DNA molecules?
(A) exonuclease (B) endonuclease
(C) helicase (D) type Il topoisomerase —_
7.Which of the following codons can be used as a stop codon in translation?
(A) UUU (B) UGA (C) AUU (D) GUG
8. The secondary structures of the splicing complexes involving in spliceosome

are strikingly similar to :

(A) tRNA introns (B) group I introns (C) group II introns (D) group 111 introns
9. Which of the following technique can be used to study the DNA binding region
of repressor protein?
(A) Southern blotting (B) polymerase chain reaction (C) DNase I footprinting
(D) Western blotting
10. Which of the following methods can separate proteins by size?
(A) affinity column chromatography (B) ion exchange chromatography (C) gel
filtration chromatography (D) isoelectric focusing
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