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MERTEE (TF - HxEH):

1. (A) 2 Fisher projection #97% X & # D-glucose » (5%) (B) 48 Bl ¢4 # X, % # D-glucose
& C-3 R E44h (epimer) o (5%)

2. TH AR R#M (malic acid) #H9 L &4 > (A) HHEF—LELEAHE + o
(asymmetric center) (5%) * (B) E ¥4 & (configuration) %42 (5%)

O OH

3. (A) % (Dead Sea) &4k BE A 234% ° 47N 5 D EMERAEE (molarity, M) »
NaCl 5+ % % 58.4 g/mol. » HAEE S 1.0 glem® » (5%) (B) 4o #] A K » HEeH
0.25 M &) FALMAKERR - (5%)

4. (A) RAKRBABRENEVRABBANELR 5 0-6° B —2% 03 8% A FReaMEs
e (PUFA) - 35 £ 22:6n-3 (DHA) 2 &% © (5%) (B) #5 M 3% &4 L4744 omega
carbon? (5%) ' '

5. (A) BREMBEAH AR - 4% (B) EH St Ass - (6%)

6. (A) FHEEAEN—REBI_BEMH - (4%) B) ER-BEHECT - wEEyit
HEAER - (6%)

1. THmEEGHASTEH (gelfiltration) A BAT N8 » RWIRZIEF BT (HAE
4 ) (A) hemoglobin (Mr, 64,500) (B) insulin (M, 5,700) (C) myoglobin (Mr, 16,700) (D)
immunoglobulin G (Mr, 150,000) = (10%)

8. MIAT &% 4518 DNA L RNA A&#AAH EMEL (A F8 B) i (O #1
D) A @B TS (B) £ebK T EMRE - (10%)

9. — DNA A %1% 5-ATCATGAT-3' > 3# & H (A) —Z# DNA A7) (& 3'E 5) (5%) (B)
—E 4 RNA K %] (& 5’2 3) - (5%)

10. AT & 4& % B # A &  (prokaryote) # /& #% (eukaryote) #m Al 12 A B 3 4% (gene
transcription) B T ER FRM O BRI X (BB U TEREINEEE) - (10%
S—Hfm2n &K% 105)
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