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1. What is “alternative splicing”? How to determine “alternative splicing™? (15%)

2. What is “post-translational modification™? How to detect "post-translational modification’;?
(15%)

3. Please list three examp!es of gene mutations. How to detect these mutations? (20%)

4._ Please name the two proteins which are most directly involved in iron homeostasis in
mammalian cells and explain how do their levels respond to changes in iron
concentration? (10%)

5. Draw gene structure with 5’'UTR, 3'UTR, exon, intron, promoter region, translation start
codon, translation‘stop codon, and explain the functions of each part. (10%)

6. Descript the steps of DNA replication in the eukaryotes. (10%)

7. Descript the mechanisms of DNA repair pathways: base excision repair (BER),

nucleotide excision repair (NER) and non-homologous end joining (NHEJ). (10%)

8. What are the similarities and differences between siRNA and miRNA? (10%)




