@k 33 BONZERBIARER: 109 SREE RERE T FEA A S
% BT OFEEEERZERT

ZHRE £ SZSEEE C 0211 0 £i%: 3
FTIH #£1H
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1. a). UM =R EGENAER (GUK) BEh ? SRl - (10%)
b). LU= RE SIS N RE KT 7 FBEEEH - (10%)

A: Alanine-glycine-phenylalanine

B: Phenylalanine-leucine-proline

C: Leucine-alanine-lysine

D: Lysine-proline-arginine

E: GIUtamate-aspartate-glycine

2. {a[3% DNA E 47§ (DNA polymerase)f1 RNA ZX &7 (RNA polymerase)? EHHE ST EESHEE 2 F AR
diRE{EL ? (20%)

3. EEmATAE: (36 %)
A: Fat vs. Oil
B: Native proteins vs. Denatured proteins
C. siRNA vs. miRNA
D. Glycolysis vs. Glycogenolysis
E. Glycogen vs. Starch

F. N-linked vs. O-linked oligosaccharides of glycoprbteins

4. fRREEDUTAGE: (24 %)
A: Frame shift mutation
B: Palindrome
C: Western blotting

D: Polymerase chain reaction




