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1. Individuals with uncontrolled diabetes mellitus may have levels of blood
so they test their blood for

a. elevated; fructose; gluconic acid  b. depressed; glucose; oxidizing sugars
c. elevated; glucose; fructose d. depressed; gluconic acid; reducing sugars

e. elevated; glucose; reducing sugars

2.Carbohydrate characteristic chemical features include all EXCEPT:
a. the potential to form multiple hydrogen bonds.
b. the existence of one or more asymmetric centers.
c. the capacity to form polymeric structures.
d. the ability to exist in either linear or ring structures.

e. all are true

3. Proteoglycans are a group of macromolecules formed from:
a. proteases and monosaccharides. b. proteins and glycosaminoglycans.
c. proteins and polysaccharides. d. proteases and glycosaminoglycans.

e. proteins and glycogen

4. Diets aimed at reducing coronary heart disease should be:
a. low in trans-fatty acids and high in saturated fatty acids.
b. high in trans-fatty acids and high in saturated fatty acids.
c. high in trans-fatty acids and low in saturated fatty acids.
d. low in trans-fatty acids and low in saturated fatty acids.
e. low in trans-fatty acids and low in unsaturated fatty acids.

5. The primary storage form of lipid is and it is normally stored in the

a. phospholipid; liver b. cholesterol; muscles c. monoacylglycerol; adipocytes d.

triacylglycerols; adipocytes e. triacylglycerols; liver
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6. Chylomicrons:
a. are formed in adipose tissue.
b. are primary energy sources for the brain.
c. transport dietary triacylglycerols through the bloodstream.
d. are formed in and secreted by the liver.
e. contain more phospholipid than triacylglycerol molecules.

7. Ketone bodies are synthesized in the:
a.cytosol of muscle.  b. mitochondria of liver. c. endoplasmic reticulum of heart. d. plasma

membrane of brain. e. none of the above.

8.The committed step in fatty acid biosynthesis, formation of malonyl-CoA, is catalyzed by:
a. fatty acid synthase. b. pyruvate carboxylase. c. propionate carboxylase.
d. acetyl-CoA carboxylase. e. ATP-citrate lyase.

9.The committed step in cholesterol biosynthesis is catalyzed by:
a. HMG-CoA synthase. b. mevalonate kinase. c. HMG-CoA reductase.
d. squalene monooxygenase. e. HMG-CoA lyase.

10. Which of the following has the fastest rate of transport?
a. Channel-mediated diffusion b. Facilitated diffusion c. Active transport
d. Facilitated diffusion and active transport are equally fast.
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(a) Competitive inhibition

(b) Non-competitive inhibition
(¢) Un-competitive inhibition
(d) Allosteric inhibition

(e) Transition state inhibitor

kiR DB - RPN E R EANEER (BE=7)

(1) The inhibitor reduces the activity of the enzyme and binds equally well to the enzyme whether or
not it has already bound the substrate

(2) Takes place when an enzyme inhibitor binds only to the complex formed between

the enzyme and the substrate
(3) Chemical compounds with a chemical structure that resembles the transition state of a substrate
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molecule in an enzyme-catalyzed chemical reaction

(4) The regulation of an enzyme by binding an effector molecule at a site other than the
enzyme's active site

(5) binding of an inhibitor prevents binding of the substrate of the enzyme

(6) Km of enzymes will not change in which condition?
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(a) BHEAPEAA ER R UEFIEE (J558 © Frances Hamilton Arnold » 1956 457 H 25 H4) > EEHE
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(b) 27 FEA (whole mount in situ hybridization)/ 2 —TE#E#G/MER R EFE AR Z noncoding
strand EE4E antisense mRNA BZZARHIPAIER sense mRNA 38 DI ZZ 4 Yaa 4S5 B AR mRNA =i
N BHIREE 2 T » WRA—FEHZ sense mRNA F5& 5 -AUG CGC UCG CCA AUA
GCG UGA CUG-3" - zE[H(1) antisense mRNA Z FF51 7 (2) antisense mRNA H coding strand
DNA Z 551 Bfa? (3) sense mRNA 2 template strand DNA 51 A7 (15%)

(c) UGA TF—R% 4= YrRam BB s2 (2 (| B HE(translation stop codon) * F7< mRNA 4175 L5 RIS A
EASER  BRARMEN4REE mRNA FAIEEE tryptophan BERL @ FHTAERE R{o] UGA
B R N R OR) B E R EA . THEERE S AR TRERA - (10%)
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1. CRISPR-Cas9 %4t

2. microRNA

3. degenerate primer (for PCR) : 522
4. epigenetics

5. proteomics
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