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. Electrophoretic mobility shift assay (EMSA)
. Shuttle vector

. Operon

. DNase footprinting

. Topoisomerase

. Complementation test (cis-trans test)

. Complementary DNA (cDNA) library

. Degeneracy

Coding strand

. Pulsed-field gel electrophoresis

. Transposon

Metagenome

Phylogenetic tree

Next-generation sequencing (NGS)
5’-RACE

Epigenetics

Inverted repeat sequence

DNA fingerprinting

Lagging strand of DNA

Restriction fragment length polymorphism (RFLP)
Shine-Dalgarno sequence

Okazaki fragment

Chromatin Immunoprecipitation (ChIP)
Frameshift mutation

Wobble hypothesis




