Ay LAS 106 25EALEALEHEL AL RNE

AL LBENE [SE4BELHETA] : 3% 452003
MKAHBREERE T AT ERATEAMLETHH) +£1EB%1H

Ri&#g: (TR £1004)
(1) $4 BRI\ EmBRE MBS FAMARE - (159)
(2) % (enzyme) RHE ? hie BAT ? B E 5 4o fTAE383E 7 TRHIMA o (159)

(3) BT RAEEEE Py 58%E (law of segregation) MR A Bz (law of
independent assortment) o (104-) _

(4) #A B-galactosidase#y M BT E G HER S FAME LRRZZER AT FRBR
- REHEGEGRE - (104)

(5) # M AMtafbi® (mitochondrion) ¥ &y°¢%EF/Ek4e (respiratory electron
transport chain) @ FHELBEES LA T FEE > FHEHE - dofTHid RS2k
(proton gradient) > A3 E X A4 2 (20%)

(6) HUER\AMBBEEGE A& (transcription and translation) #@# - (204)

(7) #mEaiTE % tRNAEsanticodonT %2 %18 mRNA codon®¥3%? B #9547 (104)




