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(1).(3% 20 43 FFE 4 ) FHEEHRERE TN T8 EEIREE
(4 43) allosteric enzyme

b. (4 4) ubiquitin , ‘ |
c. (443 peptidyl prolyl isomerase ' 1
d. (443) okazaki fragments

e. (443) phospholipase C
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2).(105) & BHTE R & A \\%’I‘%?RT » FOMAIFIFE glucose ZEEE ATP?
(3).(104) TERERA Z double reciprocal plot,

a. (6 a7) u_{"ﬁ IH::E? (standald)z Vimax and Ky?
b, (443)line A, line B R[5 competitive inhibitor, {a1% & non-competitive

inhibitor?
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(4).(10 43) Describe the axon membrane depolarization process, point out how

membrane potential, sodium ion and potassium ion changes during the process.
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(5).(10 43) 7TM receptors activate G proteins and the downstream effector enzymes °
s What is the major features of 7TM receptors? (343)
b.  What is the activation mechanism of G proteins? 445)

c. Whatis the difference of Gs, Gi, Gons, and Gq. (343)

(6).(10 43) sEpEE major histocompatibility protein I (MHCI) & MHCII f£55%
RiR R ENEN A B -

(7).(10 43) What is the difference of O-linked glycosylation and N-linked
glycosylation of protein? What are the biological roles of glycosylation of protein?

(8).(10 43) What is siRNA, shRNA, miRNA and their in vivo mechanisms?

9).(10 4 BERERTEREE—E DNA BREERATER > FTER
a.(5 4 WmIkHEE DNA che LRI IR AT 4, -
b.(5 %) AYFTEERA transcriptional factors HREE ST L&, o




