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— B (FEARAEWESE  BE2H 0 BHRER)

1.

o0

TR F B G R e B R Kl - 28 % ﬁi Vmax
A. competitive B. non-competitive
C. uncompetitive D. non-reversible

FEE A 5F 54 200,000 gmol > B B E 0.2 mg BATEER » & Vi B 5
A A 200 umol A4 B /TR EZ L #fosgiadt (turnover number) 4-3]
BT 7

A. 1x107 mol » 5x10™* min™' B. 1x107® mol > 2x10° min~'

C. 1x10" % mol > 5x107* min™" D. 1x107° mol » 2x10° min~'

M E R4 pKa 2 3 HYEE - EH&H T 4 A — carboxyl group © # K F) pH &7A

BT BEE&EHETTFIMNULHARA A< BREpH#AA2 i/ \BHFpH& % 8-
B F FTﬁJ‘rEEﬁZ[A ] [HA)Z bt & 7
A.0.01 B. 0.1 C.1 D. 10

CREER AR FMHAEEX[AT] [HA]Z A S

A107° B.5 C. 10° D. 10°

RO FMMEEABRANSERRUT XA

A. £ F A HA R B. £F M A—RIL
C. /Bl HA RiL D. f£/ B EL A—-RiIL

. TR EAGEN G AL ?

A. phosphoacylglycerol B. sphingolipids
C. cholesterol D. Triacylglycerol

. FAMTHE % BB AR S E MAKAEY) reverse turn 7

A. Cys ~ Pro B. Gly ~ Pro C. Pro ~ Phe D. Ser ~ Gly

. proline # 47 hydroxylation & & &4 ###g 7

A. coenzyme A B. prion C. chaperone D. ascorbic acid

‘?E':

!
1A #£9 K l»:i.:g“! .._ JQJ
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O..#% 8% & H i E#E folding #95% 7

10.

11.

12.

13.

14.

15.

A. chaperone B. prion C. collagen D. ascorbic acid

REAYBECE > BAHHTAEMEELEBHRS:?
A B/ BT AH

B. T4/E o hE

C. AEHEN  »FERAAZBLGAH

D. 8EHEMN > » FERNEHH MR

FHEIB T 0 {7E % 5 AR hydrophobic interaction @ B & 7

A.Val ~ Leu ~ Trp B. Gly ~ Leu ~ Tyr
C. Ser » Trp ~ Met D. Phe ~ Met ~ Arg
FERIFTERRY

A. myoglobin #2 hemoglobin % heme #5448 F)

B. hemoglobin ¥ O, #9316 /1 & LW Bl &
C. hemoglobin #2 O, Z & & dh 48 & sigmoid
D. CO, #1 H' % % myoglobin & hemoglobin $t O, 84324 71

EAE@&LTHRY o B (salting out) &% A eyRBI AT ?
A. f1bsx B. fib4y C. midkse D .55 &% 47

“F %47 & % serotonine &) precursor 7
A.His B. Tip C.Tyr D.Arg

T 57 & Bt sE-F (Zwitter lon) #E#E4L 7

A, BA I IERRE 8 5T 0 o B RT R
BEEREEMRAENOS T Bl Al
BRIkt tud e T > Bl f5 R BR
BAE#Ir RIB W & IR furanring 89 4-F » #ldois H 8

0w

F2A #9R
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16. 5 —RE5EY X 452 F0 R Fl» %4 SDS-PAGE (sodium dodecyl sulfate-
polyacrylamide gel electrophoresis) €k 4474 T - Al FO &2 F1 & & ThE&9 4
FTETHNB?

M FO F1
kDa
14 — — _E.
12 — — —
10 — — B x
—
8 — — A c
A. 21kDa ~ 35kDa B. 21kDa ~ 45kDa
C. 42kDa ~ 35kDa D. 42kDa ~ 45kDa

172 LR TRER > THAERATEAZGE X7 FA?
A.ABCDE . B.ABC,DE C. A;B,C;DE D. A;B,CDE

18. 2 LAey TS > Fol4T4 % SDS 446 A ?
A BB XIFW
Bi#EZaEHEMNAO
C. B ZaE — Rl
D. #3855 % A5 KEZTEZEMR (hydrophobic interaction)

19.F T #ERR BB AR S A HEM o5 R T 7
A. Ala B. Arg C.Gly D. Pro

20. 34 methyl group &4 iz &85 7
A. Met B.Arg C.Tyr D.Cys

21.24 Glycine iFR 4 B ER » R pKi R pKo 23 % 2.4 B 9.6 RIpHE A % D BF -
BRI BB 7
A.24~96 B. 1.4~3.4 ~ 8.6~10.6 C.2.4~9.6 D.6.0

O S N
mrox A SR
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22. 8 ML At s K > T P47 ERE 7
A. 84t Glutathione £ #7442 » RBRE A RAILS
B.vitamin E 4t 84k B X A mibie » vitamin C L AL B X B tm i B 7
C. superoxide dismutase 4 H,O #3424 H,0, > A & R &y LB £
D.4afu fE Ry Bk R Ao As Iy BE 5 £ 4 A b & (freeradical ) B E 28 Z I A4L
il

23. 3| Re IR ARG R B (JE49E ) 9B & prion » R RTHEF X4ER ?
A. #1755 £ DNA & 4% > 3|4 844988 DNA ¥ 35 % 4 (point mutation)
B. METTE X & £
C. 6B ALETHEOL _BEHNYE > migiad R &M prion
D. BB H EF &Gz tERA (glycosylation) s ik & & % M prion

24, £ 20Cs 4t 0 Rlaf B b8 37C 40 > BA SR AM T
A. RaFo e BE LB & 0 M ntm fRRE 89 A Byt (fluidity )
B. #afois A BRRE AT BE WL B8 5 » A Amim B RE 6y B2 B (rigidity )
C. A% & hFu g By B tbfp) » 1838 o B B B3 Lo 7] » BA3E Ao dm B B &9 34 8144 (fluidity )
D. A% & 4050 B 5 85 th18] » {232 ho i Bl 8% Lthip) > A8 fotm BB 69 B Bl (rigidity )

25 B A BE X BHEfE T ﬁ&ﬁ%(Mmmmmm)&ﬁﬁmiﬁﬁﬁ&%m B %

17
A.NADH -~ biotin B. NADPH -~ vitamin B
C. NADPH - biotin D. NAD" ~ vitamin Bg

26.7F #|HR— 18 4 -F T LA#%7E phosphofructokinase-1 #57& M ?
A. ATP
B. Citrate
C. cAMP
D. Fructose-2,6-bisphosphate
E. NADH

27.4 iR ¥ glucagon LA FFITMARTEG 00 B KL AT IE 7
A. Adenyl cyclase
B. Protein kinase

F4R-HX9HR
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C. Phosphofructokinase-2
D. Fructose-1,6-bisphosphatase
E. Hexokinase

28.F #|H — B #EEAR EA 124 glycosidic bond ?

A. Maltose
Sucrose
Lactose
Cellobiose

moaow

Peptidoglycans

29.F #]9F — B R & galactose = glucose-6-phosphate X 3t#8/& ey PR E 4 ?

>

UDP-glucose
UDP-galactose
Glucose-1-phosphate
Galactose-1-phosphate

W o 0w

Galactose-6-phosphate

30. F R — B R 44 £ B3 )X 2488 7

Riboflavin
Biotin
Folic acid
Niacin

moOw R

Thiamine

31.F 5|47 A %8 Coricycle 89 RJE?

>

Aerobic
Pyruvate
Lactate
Glucose

moaow

Skeletal muscle

32.F &% — 18 4-F 4 Citric acid cycle F /& & w318 5% 8444457

A. Succinyl-CoA

RSHE-#£9FR

A A
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a-Ketoglutarate
Fumarate
Oxaloacetate
L-Malate

moaw

33.F @A — 1B & 20 Bls &G s By Eg 7
Linolenic acid

>

Stearidonic acid
Palmitic acid
DHA

EPA

MY 0w

34.F A —BAR K 03 ey AR ?
Linolenic acid

>

Stearidonic acid
Palmitic acid
DHA

EPA

Mo 0w

35.3-Hydroxy-3-methyl glutaryl-CoA (HMG-CoA) & 4 5 % 18 acetyl-CoA Ff&- % 85 7

+ ?
A. 2
B. 3
C. 4
D. 5
E. 6

36.7F {7 % & Ketone bodies ?
B-Hydroxybutyrate

>

a-Ketoglutarate
Malonyl-CoA
Oleic acid
Acetyl-CoA

moaw

#6RA X9 A
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37.7F 745 #F 9k cyclooxygenase (COX) 484t arachidonate #44% 3%t £ 4 ?
A. Prostacyclin

PGE,

PGD,

Leukotriene By

WY oW

Thromboxanes

38.F F 4T &3k AR BE E 8% (cholesterol) #4264 P PRjX#HtEY ?

B-Carotene

>

Mevalonate
Isoprene
Squalene
Cholestadienol

moaw

39. F F|HR—BIub-h R B A BB FAe 4% 7
Cholate

Cortisol

Prostaglandin

>

Progesterone
Estradiol

m o 0w

40.Pyruvate 4&:i%3% pz4E M (transamination) £ €75 it F 79 {E AR K B ?
Glycine

>

Serine
Alanine
Glutamate

m o Qv

Cysteine

41.F 3 — B Ak B A fk % (Urea) 894-Féam ?
Histidine

Proline

>

Phenylalanine
Tyrosine

Mmoo w

Arginine

-1 = HE
pixaox B EIH Show
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42.F 7|47 # % B Dopamine #4246 Bz &8k 7

A,

mo0w

Histidine
Proline
Phenylalanine
Tyrosine
Arginine

43.F % A b & (Heme) #hiessdh ?

>

B o aw

Acetyl-CoA
Butyryl-CoA
Malonyl-CoA
Propionyl-CoA
Succinyl-CoA

44.F 5| {7 & k4B %, DNA 894% H 8 (nucleotides)

>

moaw

AMP
UMP
GMP
CMP
T™P

AL R W E

B AR

45.7F 7R — 18 4 & & 4 #1 pyrimidine nucleotides ({(UMP>TMP) &4 4 4R #3%-4&
(biosynthetic pathway) 7

A.

monw

Vitamin B1
Vitamin B5
Vitamin B7
Vitamin B9
Vitamin B12

46.F 7|9 —#& RNA B F £ 81 4 3% F (translation)#)iB 2 ?

8RR %97
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D.

E.

BRELARALHELHEFE LENLERA

18S rRNA
28S rRNA

47. T #l4T# % DNA &4 ¥ L 2RI 260 nm KKk Amhy ?

A,

monw

Deoxyribose
Phosphodiester bond
Nitrogen bases
N-Glycosidic bonds
Double helix

48.F F|R—1B & #&3#F (translation) &)L E 45 ?

>

monw

AUG
UAG
AGU
UGA
GAU

49.31 4 ¥ tetracycline =T BA B i 418 4% 4 4 44

A.

Wy ow

Genome DNA replication
Plasmid DNA replication
mRNA synthesis

mRNA splicing

Protein synthesis

50.F |8 —18 DNA A #|JE palindromic sequence ?

>

Mmoo

5’-GAATTC
5’-TCACTG
5’-GGATCC
5’-TCGA
5’-AGCT

FOR#£9R

BEER



