FULBEAS 104 2FEEHALHNRE AL RKA
BHRELBLHE |
e AR ERS B : 80 443

MEEERBAELE( 4 DR LHRARFE  BEBH LT FHLESNORUESSE B ( 1 )

i+

B

=

FEEE KR BH5 100 5 -

— - FFEA (B2 %) (80%)

L FRaR— B R EARERN?

(A) Maltose (B)Lactose (C) Sucrose (D) Glucose °

QAEBBERRY P B HhEs £ &6 TF 778 Lipoprotein ?

(A)HDL (B)LDL (C)VLDL (D) Chylomicrons °
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4, F 7] 282 Urea cycle sz F 88 & - :

(A) Arginine  (B) Glutamine (C) Methionine (D) Phenylalanine o

5. F oM s F R %8 TCAcycle ?

(A} Pantothenic acid (B) Ribofla-vin (C) Folic acid (D) Niacin

6.Fructose-2, 6~bisphosphate =T L4 f] 3R — 1B 4%, B 8R48 7

(A) Glycogenesis (B) Glycogenolysis (C) Gluconeogenesis (D) Glycolysis ° _
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(A)30 (B)32 (C)36 (D)38-
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(AYaph EiRE Gl # (Glphase) (B)miz €447 G2 #§ (G2 phase) (C)miE
##4T S #8 (Sphase) (D)4=fz A+ (apoptosis) e ,
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(A BT RARE B) XLRARTHEIENER (O BEISAENH® O)
Lobpr KB T o AREE -

10. F 78R — A & &4 4,6 fn b 5 &) #2588 4% (the oxyhemoglobin dissociation curve ) &
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(A)feiz ¥ CO2 4B (PCO2) L3 (B)oe ¥ pHMEALEH (CREETHR (D)hik
% 2 3-8k Ee 1 ke (2,3-diphosphoglyceric acid) 7 °
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(A) Fructose (B) Glucose (C) Galactose (D) Mannose °
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12.5 AAEHRIREB £ 5 KALAWFF > B8 & T ATRER ?
(A)RFE & 9816 B 434% &, glucose-1-phosphate  (B)hr 4288 M 2 S M B8 3432 2 fa i
4R % acetyl-CoA #v oxaloacetate (C)A5 A5 88 € #v carnitine 454 1% 5 fr 42 B¢ (D)
acetyl-CoA & #24t % ketone bodies °
13. Serotonin X —BEFEA HAW SR EN T > FHAL AL SR B L EH?
(A) hemoglobin (B) plasmin (C) glutamate (D) tryptophan -
14.% B complementary DNA (cDNA) #9443k » F A4 08k
(A)~RNA &5 — R EL G350 DNA i ey B &H (B)—BRNA®S —@H
EZe RNA ity e (C)— B RNA @& R #1415 B 4 7 .80 2 ik DNA
(D)~ B RNA 8RIER B R A BERER DNA -
15.8F % (Heparin) £ R FTHB0MHN T TLEE THA—BEGTNEAR
THARQBIFEE AR RGEE 7
(A) Lysine (B) Phenylalanine (C)Leucine (D) Glutamic acid o
16.7F FU47 & & A B8 7k & AR A T BAS BB Bs B 8 2
(A) palmitic acid  (B) lauric acid (C) stearic acid (D) linoleic acid -
17 A F A — B B e R BR e A il 4537 7
(A) Valine #» Alanine & P> Je4a Rt K #  (B) Lysine #» Arginine Z sh iz £ 8 (O
Tryptophan 7= Phenylalanine & 35 & 3% B 8 (D) Aspartic acid #= Asparagine & &% M i
A o '
18.TZD (thiazolidinediones ) & % A s6 B Rty B4y WA R R BE B4 » T
PMTH R 7
(A)T [ P s BE s A L R SRR B B R B)TIRERP G AR &k
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18. Cytosine Fv Uracil 4R #& 24 —BE S mEART
(A)B-alanine (B)B-amino-butyrate (C) Uric acid (D) Taurine »
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(A)Km E/ P RTLEEBEEFRBEFHIRX B)Kn B EZFST TRBERSEH |
O REHRBFRRFARIEKn BEH O Kn ARABEFRELETRE
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(A)Folicacid (B)Biotin (C) #4 % B6 (D) #44 % B12+
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( Buffering capacity ) 9




PLEERE 104 2EFRLINSH 4L RRA
BAL L E L |
E2RHAE  ARB A2 R : 80 543

MEEEARER( 4 DR PERREFL  BESHIAHE  FRESHBUESHE. £ ( 3 ) =

(A)Asp (B)Leu (C)Lys (D)His -

23. Pentose phosphate pathway 2 £ & 4 3F oh4E A4 ?

(A) Fructosamine (B) Histamine (C) Secretin (D) Renin ¢

244 4= fjn A€ (apoptosis) B F » & & F KM (proteclysis) &y FHTHEME /7 &
'?

(A)ubiquitin  (B)phagocytic protease (C)autophagic lysosomal protease (D)caspase °
25 F sifrdE de & F4T4L 60 885 - 24144 Transamination € & 35, Schiff base #9935 5% ?
(A) Thiamine (B) Riboflavin (C) Niacin (D) Pyridoxine -

26. Galactosemia & Sy A EE e AR L RESF - AERA S ¢

(A) 3L EEHEILE B) BB EEE  (CUDP-Glucose—Galactose
1-phosphate uridylyltransferase & #: [ (D) Hexokinase % #&F4 o
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(A) #BREZFHREGE B) b F FHEBELAEREMELETL

©) i EE2SAETHRSTELBERE D) SERKFETHRRME -
28.% miRNA 1 mRNA B A R ZHER S > BB L THMERE?

(A)feif mRNA 8Z/ER (B v mRNA #5858

(OF M5 mRNA #32% %  (D){2& mRNA B#ER -

29.7F 51 % B phenylketonuria & & 2 X % R AAK » 475 F ok ?

(A RBEFEHRBEZBBERETNHEY (B)EH SRR ERER

(C)# X #: % phenylalanine hydroxylase (D)%t X #z% phenylalanine decarboxylase °
V.XBEFAERTIRENA ~ il X EHENE 544 Glucose Transporter & © |
(A)GLUT1 (B)GLUT2 (C)GLUT3 (D)GLUT4 -

31 28Ry » FRALEIEAE T 2 A —E LT T Auik pyruvate 3E R % lactate ?
(A)F 8 9L NAD+HNADH thfd + #85 (B NAD+NADH - {8 _F 583
(C)YF#5AL NAD+/NADH b4 F 285 (D)ATB NAD+/NADH b {& F %5 o

32. 7% BE Bl B dn . €38 Aw B ARHGRARAL AR A £ BATH L H statins B4 K065 & EE
EE g o F T R stating 8576 B A A E] ?

(A)HE-# 3% $2 mevalonate » 7T #2 HMG-CoA reductase & 4 3 4 41/5H (B)Eia
MAMLAEA F B BB AHAACE MT AR foamcell 2R (C)EAB S FEAUER » T
B R 2 AR A EREE BBk (D)statins R EFRHE XX R TUBLE
B IER E g o

33.4 4 % Bl 482 & 7| /¢ Beriberi » ARBBE P FHEITHHR—REEIRE ?

(A) Pyruvate dehydrogenase (B) Transaldolase

(C) Succinate dehydrogenase (D) Alcohol dehydrogenase
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34. % AT bm B R 67 B8 P acetyl-CoA 248 & ¥ 3 o9l 6788 F 2 oxaloacetate # malate
B 5B 4P RARET 0 B acetyl-CoA FZ ZBEK AN BT TITEEL D RRIE ?
(A) R # & 4 A, fatty acid £ cholesterol  (B) A # 4 4 2%, ketone bodies
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BAWMERFEME G TBRENXR (SDS-PAGE ) > T I 45452

(A) /e~ SDS (+=8&é) TREGHEETEE (B) THREZGE4EEER
O ZaEsTERKR  BHRERAR D) THREZEHTzHT -

36. 55 5 B Yy B-RAbiQEH A RMTR ?

(A)cytosol (B)microsome (C)mitochondria (D)nucleus

3T AT HRE T, RaF2 EBA#RER ?

(A)KARE ~ Poisks: B)E SRR - Fromig
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38.7F #| phytochemicals 4¢3t » f-HF 22 9

(MEEHRGE~F - RAH BTREHEDE

OHGBRAOETTRE L FERFE (D) P-carotene ~ lycopen 34 & -
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(A)simple diffusion (B)facilitated diffusion (C)active transport (D) pinocytosis °
HHECBRERRTBETIHLEERFTHRK?

(A)Fe ~Ca (B)Ca-~ Vit.Bl (C)VitBl -~ VitB2 (D) Vit.B2 - Fe-

~ I FAET FI X FTEE R T X(20%)

Nonalcohohc fatty liver disease (NAFLD) refers to a wide spectrum of liver disease that
is not from excess alcohol consumption, but is often associated with obesity, type 2 diabetes,
and metabolic syndrome. NAFLD pathogenesis is complicated and involves oxidative
stress, lipotoxicity, mitochondrial damage, insulin resistance, inflammation, and excessive
dietary fat intake,which increase hepatic lipid influx and de novo lipogenesis and impair
insulin signaling, thus promoting hepatic triglyceride accumulation and ultimately NAFLD.
Overproduction of proinflammatory adipokines from adipose tissue also affects hepatic
metabolic function. Current NAFLD therapies are limited; thus, much attention has been
focused on identification of potential dietary substances from fruits, vegetables, and edible
plants to provide a new strategy for NAFLD treatment. Dietary natural compounds, such as
carotenoids, omega-3-PUFAs, flavonoids, isothiocyanates, terpenoids, curcumin, and
resveratrol, act through a variety of mechanisms to prevent and improve NAFLD. (Source:|
Mol. Nutr. Food Res. 2014, 58, 147-171)




