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1. --r~UfoJ~~~flil? 

A. fi!\fil: B. lltrit: C. !!!~it; D. fLf~![j] 

2. mHf!pgi¥J~5~tT-.1:¥~ff:m-= 

A. cr~CAHl(centrosome) ; B. ~~tt,:mf(Golgi apparatus) : C. Jltrl~ll(mitochondria) : D. pg~~ 

(endoplasmic reticulum) 

3. --r~UfoJ ~ :::t:#Jt! m 8 ~ .. ~~~@ffi(protein post-translational modification)? 

A. microRNA : B. phosphorylation ; C. ubiquitination ; D. sumoylation 

4. --r~U~M!foJ~JH~ ? 

A. ms~I¥JM1C.~@ffi~~m-~~tt,ml; B. ~ffiijf!f!<~ft!Ji~~am; c. 5§!fjlf(lysosome)pgi¥JM~ 
55'ti~ffi pH OO:.PJT~~ : D. J~tri~~tfUfflfi!\!lfET-5All~mJI~~~ ATP 

5. --r~UfoJ~~"ff!~firr"B'gi\~~(Charged amino acid)? 

A. Aspartate : B. leucine ; C. Cysteine ; D. Tyrosine 

6. --r~u•m~~~~~I¥Jrli~JtfoJ~JH~ ? 

A. Glucose ~ starch ; B. actin ~ microfilament ; C. tubulin ~ microtubule ; D. nucleotide ~ protein 

1. --r~u~M! foJ ~~~~p"!!!m!~am? 

A. Sucrose ; B. lactose ; C. Furanose ; D. Maltose 

s. --r~u~mm-l!IMf'Fm~¥J~M!foJ~JH~ ? 

A. ~~ 2 00 pyruvate ; B. ~~ 2 00 ATP : C. :::f)~~~ ; D. phosphoglucose isomerase~ glucose 

flf[.gj(; Glucose-6-phosphate 

( =) ij~~Wf-

~m---r~Uij~~cpf:f~ 6 OOM" (~00 1 5t · ~ 42 5} • ~~:::f~fl5}) 
(A) Apoptosis (B) Mitosis {C) Necrosis (D) Autophagy {E) Receptor-mediated endocytosis (F) lipid raft (G) 

Transcription (H) rate-limiting step (I) Phosphorylation (J) Ubiquitinated degradation {K) In situ hybridization 

(l) Michaelis-Menten model {M) Allosteric behavior {N) Oxidative phosphorylation (0) beta-oxidation of 

fatty acid (P) protein kinase (Q) molecular chaperons (R) peptide bond (S) rate-limiting step (T) N-linked 

glycosylation 


