WS 319 BILEIIARR 104 BERE- R EFHEE

FFriHA - RSB 24

EHEE : £YMEE ERAW C 0212 §iK -3
F1H ¥1H

X BLFER  AREATERAER - FRERERNEE  REBEELEEE T Fto -

1. FERITSI4E: (30%)

(1} Lagging strand (2) Tumor suppressor genes-

(3) Cell cycle (4) Branching Enzyme

(5) Angiogenesis (6 Housekeeping gene

(7) Isoelectric focusing (8) Gap junction

(9) Antioxidant (10) Secondary Messenger

2. EREOREWREZIEHIREEBINGEREIER? REEERM? (7%)

3.

9.

~

RS R T A R R P 2 A AE EYIR? (7%)

B AR P FERY R ATRIAS A B R AR K 2 RIS (cis) » SHRES A5 (trans fatty acid)4E
RZIRE ° (7%)

#XE R (endocytosis) 2 HBIG GHRES/ MR R A SEREPNAVIETE  SERIAHERE RS - (7%)
BAAREHEE R (zymogen) 1V E 3 S SLEEIHEE - (7%)

SERHARE (microtubules) ~ FHHI (telomere) BRI EBE XK (telomerase) B X B DHRE R A S QM
L RNAE - (7%)

SRR A 2B (genetic code) IR {EiE(degenerate) » #HEME(wobble) Bz fR5F & (conservative) -
(7%)

BRI 6-E B (G-protein) ? MWARMA R & H 4 (b LRV ERIIRERAERLR - (7%)

10. {IR—EBUAEERAY DNA Z5TB(code) B4 B — M EAIREZEM (point mutation) » BRI ETRER R

SEEESRES ? (7%)

1. ABH=ETHRAEEL R DT ROTALRFARRE - (7%)




