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1. TFHMT% 2% BAK DNA?

(A) mitochondria (B) chloroplast (C) bacteria (D) nucleus

2. TF %|#R 4k antibiotics #p# protein synthesis?

(A) streptomycin (B) chloramphenicol (C) tetracycline (D) erythromycin

3. RATH) DNARTE TR T 77 & DNA 7748 3i?

(A) short tandem repeats (B) TATA box (C) oriC (D) mobile genetic elements
4. FFIEEEAR LS R fe P 69 DNAreplication?

(A) RNA primase (B) DNA polymerase (C) restriction enzyme (D) helicase

5. Rnase H activity 2 MAZ T 74757

(A) micro RNA (B) single-stranded RNA (C) double-stranded RNA (D) RNA in DNA/RNA

duplex

6. F 7|8 F 17 & A By A&, highly condensed heterochromatin?

(A) histone acetyl transferase (B) histone deacetylase (C) DNA polymerase (D) RNA

polymerase
7. THABRERABEARESTUR AR L FHT?
(A) leaky mutation (B) nonsense mutation (C) null mutation (D) tight mutation

8. T %% B polymerase chain reactions &9 4% il {77 & FE#&?

(A) 4 A DNA primer (B) *4& B Taq DNA polymerase (C) annealing temperature 48 A%

primer 49 melting temperature (D) —# elongation temperature % 4 %3
9. F#|% B mobile DNA &4k {4 ik 57

(<3

(A) conservative transposition BP & “cut-and-paste” transposition

(B) conservative transposition X#%% replicative transposition

© Tranéposon yeast 1 (Tyl) element & retrotransposon

(D) 4 £k ¥ 4&) Acelement & —184F transposase gene #j transposon
10. 245 FAHE+ » £ A TF 7474 A reporter?

(A) luciferase (B) green fluorescent protein (C) ribonuclease (D) S1 nuclease
11. T#474 % DNA # base?

(A) alanine (B) cysteine (C) guanine (D) threonine

12. F 5|8 %47 % % # two-component regulatory systems?

(A) protease (B) beta-lactamase (C) isomerase (D) kinase

13. THAMSG S EH > /444 intron?

(A) cat (B) fungi (C) E. coli (D) yeast

14. FoMaET A A B T ¥ &) vector?

(A) DNA chip (B) prion (C) plasmid (D) virus

15. F 5| &8 %47 % # A # pyrosequencing?

(A) DNA ligase (B) apyrase (C) sulfurylase (D) aconitase
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(1) transfection (2) transduction (3) transformation (4) catenane (5) chimera
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& RNA & template » reverse transcriptase A748 /b & & &9 DNA

. —# RNA 4F > A mRNA 24
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&5 lagging strand 8§ DNA R &
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Two-dimensional gel electrophoresis 98 % &% » L E2ARBESTHTHENRE?
(5%)

WMeE A A - & lactose R glucose 5 » Jac operon Z regulation - (10%)

M 7 ribosome & transcription factors 7 » 3tk #& % prokaryote & eukaryote ¥ protein

synthesis Z £ B} - (15%)




