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I My FEREEREHBES G DNABRNAZ RS » &G Heh A B Bk 848 5 RNA %
DNA 45 4348 % (A)Principle of segregation (B) Central dogma (C) Medel’s law (D) Gene
jumping hypothesis

2. AZOHGRBET > "o-helin X BN T FIUTHEM SR (A) The primary structure (B) The
secondary Structure (C)The tertiary structure (D) The quaternary structure

3. 4t prokaryocytes & ¥ A R B A RN EEE AMBE (A) operon (B) transposon (C) allele (D)
locus

4. 2009 FH A BIE RN =T GUBHTHEEAZT L EHEE 143 882 (A) spliceosome
(B) chromosome (C)ribosome (D)centrosome '

5. “BRABHTIUTEAN FAMEHMH M (A)ransgenic animal (B)Gene knock out (C)
cloning animal (D) gene knock-in

6. 5 FAYIEMTE T » 4 plasmid DNA EAKBAZE % Fed B4 % (A)tansfection
(B)translocation (C)transmission (D) transformation

7. T RITHR & it JE 4 4 7 H A% 49 i mRNA 4945452 (A)Capping (B) Tailing (C) Splicing
(D)Imprinting

8. F 5| 4&8% %7 DNA replication & ¥ 3 K 4% % %7 (A)ligase (B)helicase (C)topoisomerase
(D)DNA endonuclease

9. TIUTHREREEMALRB(vecton) BANABARBEAE1E P, HARMABARR
B4 L A% 5 genomic library 89 & £ A& (A) BAC (B) YAC (C)shuttle vector (D) TA cloning
vector

10.F SMTHE 5 & B4 - RBE M R bk ey BH[Skb X F » BF €40z &84 E DNA F-7]4Y
4 %€ DNA A %7 (A) cloning (B) PCR (C)DNA #j4b 4 4 &

Y1F Sl {746 8% % » % #6347 polymerase chain reaction & J&? (A)Taq (B)Klenow enzyme (C)
DNA polymerase III (D)DNA polymerase I

12.“GU-AG”rule % 4 iff RNA splicing #5342 % ¥ A 244k 4 splicosome #3132 &) BRAE7 &%
g S AT 2R T FIL A2 (A)intron (B)exon (C)ribosmon (D)promoter &4 &

13. =Mz BNATAEE  HARAAOHE RNA LR G AHANERYET @48 F 5|
TR BE & RIE S % & DNA » 75 (B 4775 $14% 59 % 49 477 (A)topoisomerase (B)adenine
methyltransferase (C)reverse transcriptase (D) telomerase

14. £ KB R FUTHA R XL > RABEAEER AR KR FTHEA X R 82 (A) deletion
(B)insertion (C)reversion (D) misssense mutation

IS PR F" A F F1T8 5 F 4 % 3445 89 B A (A)transgenic animal (B)Gene knock out (C)
cloning animal (D) gene knock-in
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V7. —ffms > KAV A sample HAME A Koy LR BRI E > R HE sample ) A4 2 DNA
#& RNA #) %7 (A)240nm (B)260nm (C)280nm (D)320nm

IBARARNBANHMEE T BMEFTUAEAFMEL B2 8 > 2 B-galactosidase &% &4
6 F & @ f7[8 A& E? (A)LacB (B)LacC (C)LacY(D)LacZ

94T HTREWABLERES » BIE 242 agar plate F hw AT % ? (A)X-gal
(B)Comassie blue (C) Bromopheol blue (D)2 ¥ & ;%

0. B4R £ ROBHT > THA-BBEEHE % - R AR DNA 5694267 (A)
Bé B)ae Okge D)EMERMN » £ plate PETRGLE TH

= -BELEE (83 #£108)

1. Transposon 2.Epigenetics 3.Biochip(microarray) 4 Restriction enzyme
5.Replication fork 6. Splicing 7. complementary DNA (¢cDNA) 8. RNA editing
9. Shine-Dalgarno sequence 10. small nuclear RNA (snRNA)

= PR (BREey i H i, 48, BES 30 H)

1. 3R R 454 A & Bl 3 B 2 total RNA ¥ & /L messenger RNA 89 4 7k R B IE > LR &5k
AR A AR R A4 RNA ¢932 &2 (5 »)

2. HANE TR Do T AT R RNA AGER Y B2 48 BaEOTRRE »
RAECHAR? (G )

3. 3R RNAI(RNA interference)id 18 H; 47 69 /8 32 24 & 45 4 Sy #+3% F 89 FEM(0 4)

43838 % James D Watson #1 Francis Click & 4-F MR L% RXER (10 4)
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