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1. FERETYHE: (24%)

1. Isoelectric focusing 2. Oncogene
3. Wobble Hypothesis 4. Liposome
5. Angiogenesis 6. Housekeeping gene

7. Enzyme-linked immunosorbent assay 8. Gap junction
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4. HIE—EBBEREE Y DNA %5 (code) B B — A BE5E 8 (point
mutation) » SURTTT A TR REL: ? 8%)

5. RiRE LR (epinephrine) YEAEATEERYSTfE (breakdown of
glycogen ) » T FFEEIY S AR ST 2 EIFEE MERIERTEE (nonhormoral
control) ? (10%)

6. EREEABENMTT  —HEEEE 280nm HEBIROEHT » FHIEREH
B - (T%)

7. SEERGIEREH Vitamin HMTSELE IR (electron transfer) KE/LBERKIE
( oxidoreduction ) - (8%)

8. 35Dl LDL/LDL receptor uptake A% - f& it 4RI #E1T receptor mediated
endocytosis ? (8%) 1
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i © (10%)
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